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<210> 1 
<211> 1450 
<212> DNA 

<213> Pseudomonas aeruginosa 



<400> 1 

cgtgctgatc ggcctcgcca ccttgaagct gcgttgagga cgaagagagc atgagcctga 60 

tcgcctccga ccacttccgc atcgttgtcg gcctcggcaa gagcggcatg tccctggtgc 120 

gctacctggc gcgccgcggc ttgcctttcg ccgtggtcga tacccgagag aacccgccgg 180 

agctggccac cctgcgtgcc cagtatccgc aggtggaagt gcgttgcggc gaactcgacg 240 

ccgagttcct ctgctccgcc cgcgaactct atgtcagccc cggcttgtcg ctgcgcaccc 300 

ctgcgctggt acaggccgcc gcgaaaggcg tgcgcatctc cggtgacatc gatctcttcg 360 

cccgcgaggc gaaggccccg atcgtcgcca tcaccggttc caacgcgaag agcaccgtga 42 0 

ccaccctggt gggcgaaatg gcggtggccg cggacaagcg tgtcgccgtc ggcggcaacc 480 

tcggcacccc ggcgctcgac ctgctggccg acgacatcga gctgtacgtg ttggagctgt 540 

cgagcttcca gctggaaacc tgcgatcgcc tcaacgccga ggtggcgacc gtgctgaacg 600 

tcagcgaaga ccatatggat cgctacgacg gcatggctga ctaccacctg gccaagcacc 660 

ggatcttccg cggtgcccgc caggtcgtgg tgaatcgcgc cgatgccctg acccgaccgc 72 0 

tgatcgccga taccgtgccg tgctggtcgt tcggcctgaa caagccggac ttcaaggctt 780 

tcggcctgat cgaggaagac ggccagaagt ggctggcgtt ccagttcgac aagctgctgc 840 

cggttggcga actgaagatc cgtggcgccc acaactattc caacgcgctc gccgcgctgg 900 

cgctgggcca tgcggtcggc ctgccgttcg acgccatgct cggcgcgctg aaggcgtttt 960 

ccggcctggc tcatcgctgc cagtgggtac gcgagcggca gggcgtgagc tactacgacg 102 0 

attccaaggc caccaacgtc ggcgccgccc tggcggcgat cgaggggctg ggtgccgaca 1080 

tcgacggcaa gctggtgctg ctcgccggcg gagacggcaa gggcgccgat ttccatgacc 1140 

tgcgcgagcc ggtcgcgcgc ttctgccggg cggtggtact gcttggccgt gacgccgggc 12 0 0 

tgattgccca ggcactgggc aacgcggtac cgctggtgcg cgtcgcaacg ctggacgaag 12 6 0 

cagtccggca ggccgccgag ctggcccgcg aaggcgatgc ggtgctgttg tcgccggcct 1320 

gcgcgagcct ggacatgttc aagaacttcg aagaacgcgg acgcctgttc gccaaagccg 13 8 0 

tagaggagct agcgtgatgc tgtcggtgtt gcgccccttc ccgtcgccgc tgttgagccg 1440 

gcacggcatc 1450 
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<211> 448 
<212> PRT 

<213> Pseudomonas aeruginosa 
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<210> 3 
<211> 25 
<212> DNA 

<213> Pseudomonas aeruginosa 
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<400> 3 

ttctcgagat gagcctgatc gcctc 

<210> 4 
<211> 26 
<212> DNA 

<213> Pseudomonas aeruginosa 
<400> 4 

ttggatcctc acgctagctc ctctac 



-3 



